
Woolfson, M. M. (1970). An introduction to X-ray crystallography.
London: Cambridge University Press.

Wrinch, D. M. (1939). The geometry of discrete vector maps. Philos.
Mag. 27, 98–122.

Wunderlich, J. A. (1965). A new expression for sharpening Patterson
functions. Acta Cryst. 19, 200–202.

2.4

Adams, M. J. (1968). DPhil thesis, Oxford University, England.
Agard, D. A. & Stroud, R. M. (1982). �-Bungarotoxin structure

revealed by a rapid method for averaging electron density of non-
crystallographically translationally related molecules. Acta Cryst.
A38, 186–194.

Arndt, U. W. (1986). X-ray position-sensitive detectors. J. Appl.
Cryst. 19, 145–163.

Arndt, U. W. & Wonacott, A. J. (1977). The rotation method in
crystallography. Amsterdam: North-Holland.

Ashida, T. (1976). Some remarks on the phase angle determination
by the isomorphous replacement method. In Crystallographic
computing techniques, edited by F. R. Ahmed, pp. 282–284.
Copenhagen: Munksgaard.

Bhat, T. N. & Blow, D. M. (1982). A density-modification method for
improvement of poorly resolved protein electron-density maps.
Acta Cryst. A38, 21–29.

Bijvoet, J. M. (1949). Phase determination in direct Fourier-
synthesis of crystal structures. Proc. K. Ned. Akad. Wet. (B), 52,
313–314.

Bijvoet, J. M. (1954). Structure of optically active compounds in the
solid state. Nature (London), 173, 888–891.

Bijvoet, J. M., Peerdeman, A. F. & van Bommel, A. J. (1951).
Determination of the absolute configuration of optically active
compounds by means of X-rays. Nature (London), 168, 271–272.

Blow, D. M. & Crick, F. H. C. (1959). The treatment of errors in the
isomorphous replacement method. Acta Cryst. 12, 794–802.

Blow, D. M. & Matthews, B. W. (1973). Parameter refinement in the
multiple isomorphous-replacement method. Acta Cryst. A29, 56–
62.

Blow, D. M. & Rossmann, M. G. (1961). The single isomorphous
replacement method. Acta Cryst. 14, 1195–1202.

Blundell, T. L. & Johnson, L. N. (1976). Protein crystallography.
London: Academic Press.

Bokhoven, C., Schoone, J. C. & Bijvoet, J. M. (1951). The Fourier
synthesis of the crystal structure of strychnine sulphate penta-
hydrate. Acta Cryst. 4, 275–280.

Bradley, A. J. & Rodgers, J. W. (1934). The crystal structure of the
Heusler alloys. Proc. R. Soc. London Ser. A, 144, 340–359.

Cannillo, E., Oberti, R. & Ungaretti, L. (1983). Phase extension and
refinement by density modification in protein crystallography.
Acta Cryst. A39, 68–74.

Chacko, K. K. & Srinivasan, R. (1970). On the Fourier refinement of
anomalous dispersion corrections in X-ray diffraction data. Z.
Kristallogr. 131, 88–94.

Collins, D. M. (1975). Efficiency in Fourier phase refinement for
protein crystal structures. Acta Cryst. A31, 388–389.

Cork, J. M. (1927). The crystal structure of some of the alums.
Philos. Mag. 4, 688–698.

Coster, D., Knol, K. S. & Prins, J. A. (1930). Unterschiede in der
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