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resolution by refinement of models for the �-helical subunit. J.
Mol. Biol. 140, 149–181.

Mandelkern, L. (1989). Crystallization and melting. In Comprehen-
sive polymer science, Vol. 2. Polymer properties, edited by C.
Booth & C. Price, pp. 363–414. Oxford: Pergamon Press.

Mandelkow, E. & Holmes, K. C. (1974). The positions of the
N-terminus and residue 68 in tobacco mosaic virus. J. Mol. Biol.
87, 265–273.

Mandelkow, E., Stubbs, G. & Warren, S. (1981). Structures of the
helical aggregates of tobacco mosaic virus protein. J. Mol. Biol.
152, 375–386.

Marvin, D. A., Bryan, R. K. & Nave, C. (1987). Pf1 inovirus.
Electron density distribution calculated by a maximum entropy
algorithm from native fiber diffraction data to 3 Å resolution and
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diffraction. J. Mol. Biol. 208, 307–325.

Namba, K. & Stubbs, G. (1985). Solving the phase problem in fibre
diffraction. Application to tobacco mosaic virus at 3.6 Å
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Dräger, J. & Mermin, N. D. (1996). Superspace groups without the
embedding: the link between superspace and Fourier-space
crystallography. Phys. Rev. Lett. 76, 1489–1492.

Estermann, M., Haibach, T. & Steurer, W. (1994). Quasicrystal
versus twinned approximant: a quantitative analysis with
decagonal Al70Co15Ni15. Philos. Mag. Lett. 70, 379–384.

Goldman, A. I. & Kelton, K. F. (1993). Quasicrystals and crystalline
approximants. Rev. Mod. Phys. 65, 213–230.

Gouyet, J. F. (1996). Physics and fractal structures. Paris: Masson
and Berlin: Springer-Verlag.

Hausdorff, F. (1919). Dimension und äusseres Mass. Math. Ann. 79,
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